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Anti-PSMC2 mouse monoclonal antibody
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Mouse

PSMC2

Human

Unconjugate

mouse monoclonal

The 26S proteasome is a multicatalytic proteinase complex wit
h a highly ordered structure composed of 2 complexes, a 20S
core and a 19S regulator. The 20S core is composed of 4 ring
s of 28 non-identical subunits; 2 rings are composed of 7 alp
ha subunits and 2 rings are composed of 7 beta subunits. Th

e 19S regulator is composed of a base, which contains 6 ATP
ase subunits and 2 non-ATPase subunits, and a lid, which con
tains up to 10 non-ATPase subunits. Proteasomes are distribut
ed throughout eukaryotic cells at a high concentration and cle
ave peptides in an ATP/ubiquitin-dependent process in a non-
lysosomal pathway. An essential function of a modified protea
some, the immunoproteasome, is the processing of class I MH
C peptides. This gene encodes one of the ATPase subunits, a
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Applications:

Name of antibody:
Immunogen:

Full name:

Synonyms:

SwissProt:

WB Predicted band size:
WB Positive control:

WB Recommended dilutio

n:

member of the triple-A family of ATPases which have a chape
rone-like activity. This subunit has been shown to interact wit
h several of the basal transcription factors so, in addition to p
articipation in proteasome functions, this subunit may particip
ate in the regulation of transcription. This subunit may also ¢
ompete with PSMC3 for binding to the HIV tat protein to reg
ulate the interaction between the viral protein and the transcri
ption complex. Alternative splicing results in multiple transcript
variants encoding distinct isoforms.

ELISA, WB

PSMC2

Fusion protein of human PSMC2

proteasome 26S subunit, ATPase 2

S7; MSS1; Nblal0058

P35998

49 kDa

Hela whole cell lysate

1000-5000

kDa
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